Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.041; wR factor = 0.121; data-to-parameter ratio = 22.3. organic compounds o2910 Thanigaimani et al.
In the title compound, C 10 H 11 N 5 O, the triazine ring forms a dihedral angle of 10.37 (4) with the benzene ring. In the crystal, adjacent molecules are linked by a pair of N-HÁ Á ÁN hydrogen bonds, forming an inversion dimer with an R 2 2 (8) ring motif. The dimers are further connected via N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds, resulting in a three-dimensional network.
Related literature
For the biological activity of triazine derivatives, see: Bork et al. (2003) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; y þ 1 2 ; Àz þ 3 2 ; (ii) Àx þ 2; Ày þ 1; Àz þ 1; (iii) Àx þ 1; y À 1 2 ; Àz þ 3 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme.
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Figure 2
The crystal packing of the title compound. The H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
6-(4-Methoxyphenyl)-1,3,5-triazine-2,4-diamine
θ max = 32.6°, θ min = 2.5°h = −11→11 k = −15→14 l = −22→22 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.041 wR(F 2 ) = 0.121 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.35597 (9) 0.64750 (7) 0.95775 (5) 0.01650 (14) N1 0.89236 (10) 0.73352 (7) 0.71745 (5) 0.01370 (14) (7) C9-C8-C7 121.75 (8) C6-N1-C2 113.87 (7) C9-C8-H8A 119.1 C2-N2-H2A 117.2 (10) C7-C8-H8A 119.1 C2-N2-H2B 117.2 (9) C8-C9-C10 118.57 (8) 
